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Paclitaxel May Inhibit EpithelialMesenchymal Transition Properties of
Triple-negative Breast Cancer Cell Line
via Altering the Expression of EMTpromoting and –inhibiting MicroRNAs
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Background: Abnormal expressions of microRNAs are related to various cancers
such as breast cancer for which paclitaxel is widely used as a chemotherapeutic agent.
We aimed to investigate the effect of paclitaxel treatment on the expression level of
miR-199a-5p and miR-10b, involved in epithelial-mesenchymal transition (EMT)
process in breast cancer cell lines.
Methods: Human breast cancer cell lines BT-474, SKBR-3, MDA-MB-231, and
MCF-7 were cultured and MTT assay was used to determine IC50 of paclitaxel. RNA
was extracted, cDNA was synthesized, and the expression level of miRNAs and genes
was quantitatively determined using real-time PCR.
Results: After treatment with paclitaxel, the expression level of miR-199a-5p
significantly decreased in MCF-7 and SKBR-3 cell lines, while it increased in MDAMB-231 and BT-474. The expression level of miR-10b was also significantly reduced
in MCF-7, MDA-MB-231, and SKBR-3 and increased in BT-474 cell lines following
treatment with paclitaxel. Our results further indicated that paclitaxel reduced the
expression level of vimentin and MMP-9 in MDA-MB-231 cell line.
Conclusion: Our findings revealed the increased expression of EMT-inhibitor
miR-199a-5p and the decreased expression of metastamir miR-10b after treatment of
MDA-MB-231 metastatic breast cancer cell line. Reduced expressions of vimentin
and MMP-9 were also observed, corroborating the inhibition of metastasis markers
in this type of breast cancer. The therapeutic effect of paclitaxel may in part be due to
the change in the balance of EMT-promoting and EMT-inhibiting miRNAs.
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Introduction
Breast cancer is among the three common
cancers and the most common malignancy among
women worldwide. Breast cancer is still the most
and second most common fatal cancer in less and
more developed countries, respectively.1 This
cancer is a heterogeneous disease which cannot
be explained only through clinical parameters or
biomarkers such as epidermal growth factor
receptor-2 (HER-2), estrogen receptor (ER) and
progesterone receptor (PR). However, based on
gene expression profiling, breast tumors are
grouped into six subtypes, namely HER-2enriched, luminal A, luminal B, basal-like, normal
breast, and claudin-low. Basal-like subtype, which
lacks hormone receptors and HER-2 expression,
is also called triple-negative breast cancer
(TNBC).2, 3 As treatment methods for breast
cancer, surgery, radiation therapy, chemotherapy,
and targeted therapy are selected based on the
type and stage of cancer.4 For certain biological
tumor subtypes such as TNBC, Anthracycline
and taxane-containing chemotherapy could be
recommended.1 Paclitaxel, a member of taxane
antitumor agents, is a chemotherapeutic agent
utilized in the treatment of several cancers
including breast cancer. Paclitaxel inhibits the
depolymerization of the microtubules and blocks
cell mitosis cycle in G2/M phase, ultimately
entailing apoptotic cell death.5, 6
MiRNAs are among the important classes of
regulatory mechanisms that target about 5300
human genes7 and play critical roles in various
biological processes; the abnormal expression of
these regulatory mechanisms are related to various
human diseases and cancers.8, 9 The expression
profile of miRNAs in breast cancer was for the
first time elucidated in 2005 by Iorio et al.10 Two
groups of miRNAs including tumor-suppressor
and oncogenic miRNAs (oncomiRs) are involved
in breast cancer.11 Moreover, it has been found
that certain miRNAs are involved in a metastasis
called “metastamirs”. Metastasis causes
approximately 90% of cancer-related mortalities.12
The role of miRNAs in drug resistance is also
under vigorous investigations.13
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Initially introduced by Greenburg and Hay in
1982,14 EMT is identified as an initial step in the
metastatic cascade.15 EMT is a process where
cells lose their epithelial properties and acquire
mesenchymal characteristics through decreasing
in E-cadherin expression and increasing in the
expression of mesenchymal markers such as
vimentin, Fibronectin, and N-cadherin, which
eventually leads to cell migration and
invasiveness.16 Physiologically, EMT process
plays a critical role in embryonic development,
tissue repair, and wound healing. Pathologically,
EMT contributes to chemo-resistance, metastasis
and fibrosis.17 Involved in EMT are various
signaling pathways such as Transforming Growth
Factor-Beta (TGF-β), Sonic Hedgehog (SHH)
and Wingless-type MMTV integration site family
member (WNT) pathways, and effector molecules
such as vimentin and MMP-9, and MMP-2.18
Several miRNAs have been identified to target
the EMT regulatory factors in order to inhibit or
induce EMT process. The first evidence linking
miRNAs and metastasis was provided by Ma et
al. who demonstrated the initiation of tumor
invasion and metastasis by miR-10b in breast
cancer. 19 MiR-10b is the most well-known
metastamir and EMT-promoting miRNA in breast
cancer. MiR-199a-5p is down-regulated in breast
cancer and has a tumor-suppressor role.20
In this study, we investigated the effect of
anticancer agent paclitaxel on the expression level
of miR-199a-5p, miR-10b, vimentin and MMP9 in breast cancer cell lines.

Materials and Methods
Cell Culture
In this experimental in vitro study, human
breast cancer cell lines including BT-474, SKBR3, MDA-MB-231, and MCF-7 were purchased
form National Cell Bank of Iran (Pasteur Institute,
Tehran, Iran) and cultured in RPMI 1640 medium
(GIBCO, USA) supplemented with 10% fetal
bovine serum (FBS) (GIBCO, USA), 100 units/ml
penicillin and 100 µg/mL streptomycin. Cells
were grown at 37°C in a humidified atmosphere
with 5% CO2.
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Table 1. Paclitaxel concentrations used to determine the IC50 of paclitaxel in the second step

Cell line
BT-474
SKBR3
MDA-MB-231
MCF-7

Concentration
0.1 nM, 1 nM, 10 nM, 25 nM, 50 nM, 100 nM and 250 nM.
100 nM, 1000 nM, 10000 nM, 25000 nM, 50000 nM, 100000 nM and 250000 nM
153 nM, 306 nM, 612 nM, 1225 nM, 2450 nM, 4900 nM and 9800 nM
125 nM, 250 nM, 500 nM, 1000 nM, 2000 nM, 4000 nM and 8000 nM

MTT assay
In order to determine the IC50 (half maximal
inhibitory concentration) of paclitaxel in the
studied cell lines, MTT assay was performed.
First, 15×103 cells of each cell line were seeded
with 200 μl culture medium in 96-well plates. In
70-80% confluency, the medium was removed,
various concentrations of paclitaxel (0.1 nM,
1nM, 10 nM, 100 nM, 1 µM, 10 µM and 100
µM) with 200 μl of fresh media were added, and
cells were incubated for 24 hours at 37°C with
5% CO 2 . After 24 hours, the medium was
removed, and after washing the cells by phosphate
buffered saline (PBS), 50 μl of 2 mg/mL MTT
solution (Sigma, USA) and 150 μl medium were
added to each well and incubated for 4 hours at
37°C with 5% CO2. Supernatants were removed
and dimethyl sulfoxide (DMSO) and Sorenson’s
buffer were added. After 30 minutes, the optical
density of each concentration was read at 570
nm, and the IC50 of paclitaxel for each cell line
was further calculated. To obtain more accurate
results for the IC50 of paclitaxel in cell lines, we
limited the range of paclitaxel concentrations
(Table 1) in the second step. All assays were run
as triplicate.
Cell treatment
5×105 of each cell line were seeded in 6-well
plate and incubated overnight at 37°C with 5%
CO2. Paclitaxel was then added to wells in IC50
concentration (previously determined by MTT
assay) and incubated for 24 hours.
RNA extraction and cDNA synthesis
Total RNA of both untreated and treated cells
were extracted using RNX-PLUS reagent
(CinnaGen, Iran) according to the manufacturer’s
instructions. RNA concentration was determined
using Nano Drop Spectrophotometer (Thermo
Scientific Nanodrop 2000c, USA) and the quality
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of the extracted RNAs was evaluated by agarose
gel electrophoresis.
Because primers were used based on locked
nucleic acid (LNA) technology (Exiqon,
Denmark), cDNA for microRNA detection was
synthesized by Universal cDNA Synthesis Kit II
(Exiqon, Denmark) according to the
manufacturer’s protocol. As described before,
cDNA for mRNAs was synthesized from the
extracted RNA.21
Quantitative Real-time PCR
The expression levels of miRNAs before and
after treatment with paclitaxel in each cell line
were evaluated by quantitative real-time PCR
using SYBR Green master mix (Yekta Tajhiz
Azma, Iran) on a Corbett Rotor-gene 6000 system
(Corbett Life Science, Australia). MiRNA primers
with LNA technology were purchased from
Exiqon, and real-time PCR was performed
according to the manufacturer’s protocol. U6
snRNA was used as an internal control to
normalize miRNA expression levels. Further
evaluated were the expressions of vimentin and
MMP-9 via real-time PCR, and β-actin was used
as an endogenous control. The sequences of the
primers are shown in table 2.
Statistical analysis
Data were analyzed using Prism Software
version 6.01 (Irvine, CA). Multiple t-test was
used to compare the data of two groups (treated
and untreated) and P-values less than 0.05 were
considered as statistically significant.

Results
MTT assay results
To determine the IC50 concentration of
paclitaxel after 24 hours, MTT assay was dose
dependently performed for each cell line. The
Middle East J Cancer 2020; 11(1): 42-49
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Table 2. The sequences of primers used for the detection of the expression of miR-199a-5p, miR-10b, and vimentin and MMP-9 in this
study

Primer
miR-199a-5p*
miR-10b*
U6*
Vimentin
MMP-9
β-actin

Sequence
5'-CCCAGUGUUCAGACUACCUGUUC-3'
5'-UACCCUGUAGAACCGAAUUUGUG-3'
5'-GGG CAG GAA GAG GGC CTA T-3'
F: 5′-GCGCACAAATCCCTTCTACC-3′
R: 5′-ATCCGTGTAGCACATTCTGTCC-3′
F: 5′-GGTTCTTCTGCGCTACTGCTG-3′
R: 5′-GTCGTAGGGCTGCTGGAAGG-3′
F: 5´-TCCCTGGAGAAGAGCTACG-3´
R: 5´-GTAGTTTCGTGGATGCCACA-3´

*The sequence for target sequence is shown.

IC50 concentrations of paclitaxel for breast cancer
cell lines including BT-474, SKBR3, MDA-MB-

231 and MCF-7 were 19 nM, 4 µM, 0.3 µM and
3.5 µM, respectively (Figure 1).

Figure 1. MTT results to determine the IC50 concentration of paclitaxel for breast cancer cell lines. To determine the IC50 concentration
of paclitaxel in the studied cell lines, MTT assay was performed in different serial concentrations of paclitaxel, for four different breast
cancer cell lines.
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Table 3. P-values and fold changes of the expression of miR-199a-5p and miR-10b in paclitaxel treated breast cancer cell lines

miRNA

BT-474
P-value

miR-199a-5p
miR-10b

< 0.0001
< 0.0001

Fold change

+130
+51.5

SKBR-3

MDA-MB-231

MCF-7

P-value Fold change

P-value Fold change

P-value Fold change

0.001
< 0.0001

< 0.0001
< 0.0001

< 0.0001
< 0.0001

-29.4
-21.7

+1.27
-3.37

-125
-15.8

"+" represents increased and "-" shows decreased expression level.

Paclitaxel alters the expression level of miR199a-5p and miR-10b in breast cancer cell lines
The results showed that following treatment
with IC50 concentration of paclitaxel, the
expression level of miR-199a-5p decreased in
MCF-7 and SKBR-3 cell lines, while increased
in MDA-MB-231, and BT-474 (Figure 2 A).
Moreover, the expression level of miR-10b was
reduced in MCF-7, MDA-MB-231, and SKBR3, while increased in BT-474 cell lines (Figure 2
B). P-values and fold changes of the studied
miRNAs are shown in table 3.
Down-regulation of EMT effector molecules in
triple-negative metastatic breast cancer cell line,
MDA-MB-231 in response to treatment with
paclitaxel
The expression level of vimentin and MMP-9
mRNAs, two EMT effector molecules, in MDAMB-231 breast cancer cell line was studied before
and after treatment with paclitaxel. Our findings
indicated that both vimentin (41.6 fold) and MMP-9
(83.3 fold) were reduced in response to treatment
with paclitaxel (Figure 3).

Discussion
MiR-199a-5p (also called miR-199a) plays

different oncogenic or tumor suppressor roles in
various types of cancer. It has been shown that
miR-199a is down-regulated in ovarian cancer,22
breast cancer20 and advanced small cell carcinoma
of the cervix.23 Other studies have shown that
miR-199a suppresses cell growth in renal cancer24
and acts as a tumor suppressor in HCC.25 In
contrast, the oncogenic role of miR-199a has
been shown in gastric cancer.26 Regarding breast
cancer, Chen et al. have shown the inhibitory
role of miR-199a in proliferation via inducing
G0/G1 phase arrest and apoptosis in MDA-MB231 cells.27 Our results indicated that following
treatment with paclitaxel, the expression level of
miR-199a-5p was increased in triple-negative
breast cancer cell line, MDA-MB-231. Our
findings are justifiable since paclitaxel and miR199a-5p cause cell cycle arrest and paclitaxel
exerts synergic effects with miR-199a-5p in
MDA-MB-231 cells. Considering the findings
of the two previous studies, it could be suggested
that miR-199a-5p may sensitize the TNBC to
paclitaxel chemotherapy. Because of the unresponsiveness of targeted therapies such as
Tamoxifen (an antagonist to the ER) or
Tratuzumab (monoclonal antibody against HER2
receptor) in TNBC, and due to the lack of ER,

Figure 2. Effect of paclitaxel on the expression levels of miR-199a-5p and miR-10b in breast cancer cell lines. Expression level of miR199a-5p and miR-10b was quantitatively analyzed by real-time PCR in cells both untreated and treated with paclitaxel. (**P<0.005, ,
***P<0.0005).
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PR and HER2, systemic chemotherapy with
paclitaxel and its sensitization by miR-199a-5p
mimics could be considered as an approach to
treating TNBC.
Chen et al. also found that miR-199a-5p
significantly inhibited cell migration and invasion
ability in MDA-MB-231cells through EMT
process.27 Another study has demonstrated that
miR-199a-5p suppresses invasion in breast cancer
by regulating β1 integrin through Ets-1.28 It has
also been shown that miR-199a-5p inhibits the
invasion in human hepatocellular carcinoma by
targeting DDR1.29 In our study, the up-regulation
of miR-199a-5p in breast cancer metastatic cells,
MDA-MB-231, was observed after treatment with
paclitaxel. These findings are consistent with the
usage of paclitaxel in combination with other
chemotherapeutic agents as the first line
chemotherapy in metastatic breast cancer.30, 31
Since miR-10b was identified as the starter of
tumor invasion and metastasis in 2007,19 other
studies have reported the involvement of miR10b in the metastasis of cancers including breast
cancer. Liu et al. observed that miR-10b targeted
E-cadherin and modulated breast cancer
metastasis.32 It was shown that miR-10b targeted
syndecan-1 and promoted breast cancer cell
motility and invasiveness by mechanisms
dependent on Rho-GTPase and E-cadherin.33
Furthermore, miR-10b plays a critical role in
TGF-β1-induced EMT in breast cancer,34 and the
up-regulation of miR-10b is related to the brain
metastasis of breast cancer.35 Considering all the

foregoing reports, miR-10b, as the most wellknown metastamir, plays a major role in EMT
process and metastasis in breast cancer. In line
with previous studies, our results showed that
after treatment with paclitaxel, the expression
level of miR-10b was reduced in MDA-MB-231.
Therefore, it the down-regulation of miR-10b
could be considered as a probable mechanism
for paclitaxel effects.
We further investigated the effect of paclitaxel
on two EMT effectors, namely vimentin and
MMP-9 in MDA-MB-231 cell line, and observed
their significant down-regulation after treatment.
Yang et al. demonstrated that paclitaxel-resistant
breast cancer cells displayed EMT phenotype
with the up-regulation of vimentin. Also, it has
been shown that vimentin is up-regulated in
Paclitaxel-resistant ovarian cancer cells.36, 37 In
line with these studies, paclitaxel reduced the
expression level of vimentin in MDA-MB-231
breast cancer cell line in the present research.
Furthermore, the expression level of MMP-9 was
reduced in MDA-MB-231 cell line after treatment
with paclitaxel, a finding in agreement with Ruan
et al. who showed that paclitaxel down-regulated
MMP-9 expression in glioblastoma cells. 38
According to these results, it could be proposed
that paclitaxel inhibits EMT process in part via
the reduction of vimentin and MMP-9 expression
levels.

Conclusion
Defining the exact molecular action mechanism

Figure 3. The effect of paclitaxel on the expression levels of vimentin and MMP-9 in MDA-MB-231 cell line. The expression level of
both vimentin (A) and MMP-9 (B) were reduced in triple-negative metastatic breast cancer cell line, MDA-MB-231 (***P<0.0005).
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of chemotherapeutic agents such as paclitaxel
improves cancer therapy regimens. Given the
increased expression level of miR-199a-5p and
the decreased expression level of miR-10b, and
vimentin and MMP-9 following the treatment of
triple-negative metastatic MDA-MB-231 breast
cancer cell line, it is concluded that changing
the expression of EMT-prompting and EMTinhibiting miRNAs and genes can be a role of
paclitaxel chemotherapeutic agents.

Acknowledgement
This work was supported by a grant from the
Ministry of Health and Medical Education, Islamic
Republic of Iran. The authors would like to thank
Behzad Mansoori and Samira Goldar.

Conflict of Interest
None declared.

References
1.

2.

3.
4.

5.

6.

7.

8.

9.

48

Harbeck N, Gnant M. Breast cancer. Lancet.
2017;389(10074):1134-50. doi: 10.1016/S01406736(16)31891-8.
Eroles P, Bosch A, Pérez-Fidalgo JA, Lluch A.
Molecular biology in breast cancer: intrinsic subtypes
and signaling pathways. Cancer Treat Rev.
2012;38(6):698-707. doi: 10.1016/j.ctrv.2011.11.005.
Polyak K. Heterogeneity in breast cancer. J Clin Invest.
2011;121(10):3786-8. doi: 10.1172/JCI60534.
DeSantis CE, Lin CC, Mariotto AB, Siegel RL, Stein
KD, Kramer JL, et al. Cancer treatment and
survivorship statistics, 2014. CA Cancer J Clin.
2014;64(4):252-71. doi:10.3322/ caac.21235
Patt D, Gauthier M, Giordano S. Paclitaxel in breast
cancer. Women's Health (Lond). 2006;2(1):11-21.
doi:10.2217/17455057.2.1.11
Tommasi S, Mangia A, Lacalamita R, Bellizzi A,
Fedele V, Chiriatti A, et al. Cytoskeleton and paclitaxel
sensitivity in breast cancer: the role of beta-tubulins.
Int J Cancer. 2007;120(10):2078-85. doi:10.1002/
ijc.22557
Croce CM, Calin GA. miRNAs, cancer, and stem cell
division. Cell. 2005;122(1):6-7. doi:10.1016/j.
cell.2005.06.036
Serpico D, Molino L, Di Cosimo S. microRNAs in
breast cancer development and treatment. Cancer
Treat Rev. 2014;40(5):595-604. doi:10. 1016/j.ctrv.
2013.11.002.
Ventura A, Jacks T. MicroRNAs and cancer: short
RNAs go a long way. Cell. 2009;136(4):586-91.

doi:10.1016/j.cell.2009.02.005.
10. Iorio MV, Ferracin M, Liu CG, Veronese A, Spizzo
R, Sabbioni S, et al. MicroRNA gene expression
deregulation in human breast cancer. Cancer Res.
2005;65(16):7065-70. doi:10.1158/0008-5472.can-051783
11. Asghari F, Haghnavaz N, Baradaran B, Hemmatzadeh
M, Kazemi T. Tumor suppressor microRNAs: Targeted
molecules and signaling pathways in breast cancer.
Biomed Pharmacother. 2016;81:305-17. doi:10. 1016/j.
biopha.2016.04.011.
12. Zhang J, Ma L. MicroRNA control of epithelialmesenchymal transition and metastasis. Cancer
Metastasis Rev. 2012;31(3-4):653-62. doi:10.
1007/s10555-012-9368-6.
13. Mansoori B, Mohammadi A, Davudian S, Shirjang
S, Baradaran B. The different mechanisms of cancer
drug resistance: A brief review. Adv Pharm Bull.
2017;7(3):339-48. doi:10.15171/apb.2017.041.
14. Greenburg G, Hay ED. Epithelia suspended in collagen
gels can lose polarity and express characteristics of
migrating mesenchymal cells. J Cell Biol. 1982;95(1):
333-9.
15. Ding XM. MicroRNAs: regulators of cancer metastasis
and epithelial-mesenchymal transition (EMT). Chin
J Cancer. 2014;33(3):140-7. doi:10. 5732/cjc.
013.10094.
16. Kalluri R, Weinberg RA. The basics of epithelialmesenchymal transition. J Clin Invest. 2009;119(6):
1420-8. doi:10.1172/ jci39104.
17. Abba ML, Patil N, Leupold JH, Allgayer H. MicroRNA
regulation of epithelial to mesenchymal transition. J
Clin Med. 2016;5(1). doi:10.3390/jcm5010008.
18. Zhang J, Tian XJ, Xing J. Signal transduction pathways
of EMT induced by TGF-beta, SHH, and WNT and
their crosstalks. J Clin Med. 2016;5(4).
doi:10.3390/jcm5040041.
19. Ma L, Teruya-Feldstein J, Weinberg RA. Tumour
invasion and metastasis initiated by microRNA-10b
in breast cancer. Nature. 2007;449(7163):682-8.
doi:10.1038/nature06174.
20. Wang F, Zheng Z, Guo J, Ding X. Correlation and
quantitation of microRNA aberrant expression in
tissues and sera from patients with breast tumor.
Gynecol Oncol. 2010;119(3):586-93. doi:10.1016/
j.ygyno.2010.07.021.
21. Mansoori B, Mohammadi A, Goldar S, Shanehbandi
D, Mohammadnejad L, Baghbani E, et al. Silencing
of high mobility group isoform I-C (HMGI-C)
enhances paclitaxel chemosensitivity in breast
adenocarcinoma cells (MDA-MB-468). Adv Pharm
Bull. 2016;6(2): 171-7. doi:10.15171/apb.2016.024.
22. He J, Jing Y, Li W, Qian X, Xu Q, Li FS, et al. Roles
and mechanism of miR-199a and miR-125b in tumor
angiogenesis. PLoS one. 2013;8(2):e56647.
doi:10.1371/journal.pone.0056647.

Middle East J Cancer 2020; 11(1): 42-49

The Effect of Paclitaxel on the Expression Level of Metastasis-related Genes and MiRNAs

23. Huang L, Lin JX, Yu YH, Zhang MY, Wang HY,
Zheng M. Downregulation of six microRNAs is
associated with advanced stage, lymph node metastasis
and poor prognosis in small cell carcinoma of the
cervix. PloS one. 2012;7(3):e33762. doi:10.1371
/journal.pone.0033762.
24. Tsukigi M, Bilim V, Yuuki K, Ugolkov A, Naito S,
Nagaoka A, et al. Re-expression of miR-199a
suppresses renal cancer cell proliferation and survival
by targeting GSK-3beta. Cancer Lett. 2012;315(2):18997. doi:10.1016/j.canlet.2011.10.008.
25. Song J, Gao L, Yang G, Tang S, Xie H, Wang Y, et al.
MiR-199a regulates cell proliferation and survival by
targeting FZD7. PLoS one. 2014;9(10):e110074.
doi:10.1371/journal.pone.0110074.
26. He XJ, Ma YY, Yu S, Jiang XT, Lu YD, Tao L, et al.
Up-regulated miR-199a-5p in gastric cancer functions
as an oncogene and targets klotho. BMC Cancer.
2014;14(1):218. doi:10.1186/1471-2407-14-218.
27. Chen J, Shin VY, Siu MT, Ho JC, Cheuk I, Kwong A.
miR-199a-5p confers tumor-suppressive role in triplenegative breast cancer. BMC Cancer. 2016;16(1):887.
doi:10.1186/s12885-016-2916-7.
28. Li W, Wang H, Zhang J, Zhai L, Chen W, Zhao C.
miR-199a-5p regulates beta1 integrin through Ets-1
to suppress invasion in breast cancer. Cancer Sci.
2016;107(7):916-23. doi:10.1111/cas.12952.
29. Shen Q, Cicinnati VR, Zhang X, Iacob S, Weber F,
Sotiropoulos GC, et al. Role of microRNA-199a-5p
and discoidin domain receptor 1 in human
hepatocellular carcinoma invasion. Mol Cancer.
2010;9:227. doi:10.1186/ 1476-4598-9-227.
30. Kim SB, Dent R, Im SA, Espie M, Blau S, Tan AR,
et al. Ipatasertib plus paclitaxel versus placebo plus
paclitaxel as first-line therapy for metastatic triplenegative breast cancer (LOTUS): a multicentre,
randomised, double-blind, placebo-controlled, phase
2 trial. Lancet Oncol. 2017;18(10):1360-72.
doi:10.1016/s1470-2045(17)30450-3.
31. Tiainen L, Tanner M, Lahdenpera O, Vihinen P, Jukkola
A, Karihtala P, et al. Bevacizumab combined with
docetaxel or paclitaxel as first-line treatment of HER2negative metastatic breast cancer. Anticancer Res.
2016;36(12):6431-8. doi:10.21873/ anticanres.11241.
32. Liu Y, Zhao J, Zhang PY, Zhang Y, Sun SY, Yu SY, et
al. MicroRNA-10b targets E-cadherin and modulates
breast cancer metastasis. Med Sci Monit.
2012;18(8):BR299-308.
33. Ibrahim SA, Yip GW, Stock C, Pan JW, Neubauer C,
Poeter M, et al. Targeting of syndecan-1 by microRNA
miR-10b promotes breast cancer cell motility and
invasiveness via a Rho-GTPase- and E-cadherindependent mechanism. Int J Cancer. 2012;131(6):
E884-96. doi:10.1002/ijc.27629.
34. Han X, Yan S, Weijie Z, Feng W, Liuxing W,
Mengquan L, et al. Critical role of miR-10b in

Middle East J Cancer 2020; 11(1): 42-49

35.

36.

37.

38.

transforming growth factor-beta1-induced epithelialmesenchymal transition in breast cancer. Cancer Gene
Ther. 2014;21(2):60-7. doi:10.1038/cgt.2013.82.
Ahmad A, Sethi S, Chen W, Ali-Fehmi R, Mittal S,
Sarkar FH. Up-regulation of microRNA-10b is
associated with the development of breast cancer brain
metastasis. Am J Transl Res. 2014;6(4):384-90.
Dia VP, Pangloli P. Epithelial-to-mesenchymal
transition in paclitaxel-resistant ovarian cancer cells
is downregulated by luteolin. J Cell Physiol.
2017;232(2):391-401. doi:10.1002/ jcp.25436.
Yang Q, Huang J, Wu Q, Cai Y, Zhu L, Lu X, et al.
Acquisition of epithelial-mesenchymal transition is
associated with Skp2 expression in paclitaxel-resistant
breast cancer cells. Br J Cancer. 2014;110(8):195867. doi:10.1038/bjc.2014.136.
Ruan D, Li X, Li A, Liu B, Xu F. Paclitaxel inhibits
growth and proliferation of glioblastoma through
MMP-9-meidated p38/JNK signaling pathway. Biomed
Res. 2017;28(17).

49

